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Drug Label

—FDA : US Food and Drug Administration
— EMA : European Medicines Agency

++++ Testing Required Strong 1 —PMDA : Pharmaceuticals and Medical Devices Agency, japan
= —HCSC : Health Canada (Santé Canada)
AR RecoTriSrtrlwr;%ded Moderate 2 . o
Clinical Guideline
o Actionable PGx Optional 3 = CPIC : Clinical Pharmacogenetics Implementation Consourtium
N e No Recommendation a —DPWG : Royal Dgtch Association for the Advancement of Pharmacy-Pharmacogenetics Working Group
— CPNDS : Canadican Pharmacogenomics Network for Drug Safety
2kn2s 1) National Center for Biotechnology Information 7) Pharmaceuticals and Medical Devices Agency(PMDA, Japan) Label
2) Aliment Pharmacol Ther. 2005 Feb; 21(4): 307-319. 8) Health Canada (Santé Canada)(HCSC) Label
3) Clin Pharmacol Ther. 2019 May; 105(5):1095-1105. ) B+ AlZO|QHILOFA 2| O|QFELAI T A
4) Pharmacogenet Genomics. 2017 May;27(5):197-200. 10) Clinical Pharmacogenetics Implementation Consortium(CPIC)
g; lEer(F)ZZ::rl\]jelgit:geéir;;nézgﬁgﬁz()ul_i?ef) Label 11) Dutch Pharmacogenetics Working Group (DPWG)
12) Canadian Pharmacogenomics Network for Drug Safety (CPNDS)
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