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Drug Label | Clinical Guideline
Warfarin ++ Sate e ++++ ++++
Acenocoumarol + ++++
Hol/AE7RNY  EAUSTHAN
Phenprocoumon + ++++
Fluindione ++
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Level of Brud Label Clinical Guideli Clinical Papers Drug Label
Evidence rug tabe inical Guideline | o GkE LOE) -FDA : US Food and Drug Administration

EMA : European Medicines Agency
e Testing Required Strong - PMDA : Pharmaceuticals and Medical Devices Agency, Japan

. - HCSC : Health Canada (Santé Canada)
Testing

Recommended Moderate 2

Clinical Guideline
o Actionable PGx Optional 3 - CPIC : Clinical Pharmacogenetics Implementation Consourtium
- DPWG : Royal Dutch Association for the Advancement of Pharmacy-Pharmacogenetics Working Group

i Bl "\ Recommendation 4 - CPNDS : Canadian Pharmacogenomics Network for Drug Safety
Enas 1) Pharmacogenet Genomics. 2010 Apr;20(4):277-81. 8) Pharmaceuticals and Medical Devices Agency(PMDA, Japan) Label

2) Human Cytochrome P450 (CYP) Allele Nomenclature Committee. 9) Health Canada (Santé Canada)(HCSC) Label
3) Pharmacogenet Genomics. 2009 Feb;19(2):103-12. 10) St AZOJOFEQIMA o UZ AN
4) Acta Pharmacol Sin. 2011 Oct;32(10):1303-8. 11) Clinical Pharmacogenetics Implementation Consortium(CPIC)
5) Pharmacogenet Genomics. 2014 Mar;24(3):177-83 12) Dutch Pharmacogenetics Working Group (DPWG)
6) US Food and Drug Administration(USFDA) Label 13) Canadian Pharmacogenomics Network for Drug Safety (CPNDS)
7) European Medicines Agency(EMA) Label





